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Conclusion Future Work

« Successful optimization of flexirubin preparative runs * Analyze structures of C. oranimense purified fractions

* Enough material in C. oranimense fractions to analyze * Choose other species to purify Fgures Timeaxisand T wninchon: . . "

« Similar flexirubin profiles observed for similar species * F. granuli, E. diehli, E. tenax KA o 3 ’
« Flexirubin variation may cluster by genera * C. luteum, C. piperi, C. soli, C. aquaticum

« The optimized method to collect flexirubin profiles will be a « Test Antioxidant Capacity of purified fractions

useful technique for flexirubin-producing bacteria * Investigate color shift
* Repeat variation experiments

* Publish structures
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